Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.006 Å; disorder in main residue; R factor = 0.073; wR factor = 0.210; data-to-parameter ratio = 14.4.
In the title compound, C 25 H 17 ClF 3 N 3 O 2 S, the five-membered 1,3-thiazolidine ring adopts a twist conformation. The three F atoms of the CF 3 group are disordered over two sets of sites with refined occupancies of 0.542 (18) and 0.458 (18) . In the nine-membered 1H-indoline ring system, the 1H-pyrrole ring forms a dihedral angle of 4.7 (2) with the benzene ring, while it is twisted at an angle of 46.5 (2) with respect to the attached phenyl ring. The dihedral angle between the phenyl and trifluoromethyl-substituted benzene rings is 56.0 (2) . In the crystal, N-HÁ Á ÁO hydrogen bonds connect the molecules into a three-dimensional network. In addition, weak C-HÁ Á ÁO hydrogen bonds and weak C-HÁ Á Á interactions are observed. Verma & Saraf (2008) . For the definition of ring-puckering parameters, see: Cremer & Pople (1975) . For related structures, see: Akkurt et al. (2010 Akkurt et al. ( , 2011a . For standard values of bond lengths, see: Allen et al. (1987) Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Cg1 and Cg2 are the centroids of the N1/C1/C6-C8 and C9-C14 rings, respectively. Data collection: X-AREA (Stoe & Cie, 2002); cell refinement: X-AREA; data reduction: X-RED32 (Stoe & Cie, 2002); program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: WinGX (Farrugia, 1999).
The molecular structure of the title compound is shown in Fig. 1 . The 1,3-thiazolidine ring (S1/N3/C16-C18) has a twist conformation as indicated by the puckering parameters (Cremer & Pople, 1975) of Q(2) = 0.354 (4) Å, φ(2) = 342.0 (6)°. In the nine-membered 1H-indoline ring system (N1/C1-C8), the 1H-pyrrole ring (N1C1/C6-C8) makes a dihedral angle of 4.7 (2)° with the benzene ring (C1-C6), while it is twisted an angle of 46.5 (2)° with respect to the attached phenyl ring (C9-C14). The dihedral angle between the C9-C14 phenyl and C19-C24 benzene rings which are attached to the H-pyrrole and 1,3-thiazolidine rings, respectively, is 56.0 (2)°.
All bond lengths and bond angles in (I) are within normal ranges (Allen et al., 1987) and are comparable to those reported for the related structures (Akkurt et al., 2010 (Akkurt et al., , 2011a . The C7-C15-N2-N3, N1-C7-C15-O1 and O1 -C15-N2-N3 torsion angles are 176.4 (3), -19.5 (5) and -2.6 (5)°, respectively.
In the crystal, N-H···O and weak C-H···O hydrogen bonds, and C-H···π interactions stabilize the crystal structure, forming a three-dimensional network (Table 1) . as two atoms (C25 and C25′) sharing the same site [their xyz and U ij parameters were equated by dummy atom constraints using the EXYZ and EADP commands]. Thirteen poorly fitted reflections (-4 6 0), (-2 4 2), (2 8 2), (-3 6 1), (0 6 2), (2 9 5), (-1 3 6), (1 1 2), (-1 2 3), (1 2 3), (2 2 2), (-7 10 7) and (3 4 3) were omitted from the refinement. These reflections have Fobs much greater than Fcalc and this might be attributed to the poor quality of the available crystal and the presence of disorder in the structure. 
Computing details

Figure 1
The molecular structure of the title compound with displacement ellipsoids for non-H atoms drawn at the 30% probability level. The disorder is not shown. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
5-Chloro-N-{4-oxo-2-[4-(trifluoromethyl)phenyl]-1,3-thiazolidin-3-yl}-\ 3-phenyl-1H-indole-2-carboxamide
R int = 0.076 θ max = 26.5°, θ min = 1.8°h = −28→28 k = −28→28 l = −22→22 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
Geometric parameters (Å, º)
Cl1-C3 1.749 (4) C12-C13 1.360 (9) S1-C17 1.801 (5) C13-C14 1.382 (7) S1-C18 1.849 (4) C16-C17 1.492 (5) 
